A model for the expression of CaMV nucleic acid.
Analysis of the sequence of CaMV full-length 35S transcript reveals two features which may relate to the translation of open regions I-V. There is a region in the 5' leader sequence which could act as a ribosome binding site. This is followed by a sequence, which is complementary to sequences which are found just upstream to the open regions. The singificance of these sequences is discussed.